INTERPRETATION TABLE

HLA-A*26 SSP subtyping

Amplification patterns of the A*26:01 to 26:45 alleles

well®
1123 4|5|6|7|8]9 10|11 12|13 |14 15| 16
Length of Spec. 180| 80 | 140|255(180| 80 |150|135|145| 85 | 140|135]110|145|100|430
PCR product(s) 160 190 | 260 240|255
Length of int. 800 | 800 |1070] 800 [1070|1070] 800 |1070|1070|1070] 800 1070|1070 1070} 800 | 1070
pos. control®
5'-primer(s)2 418|261 | 418 | 74 | 423 | 261 | 423 | 423|423 | 78 | 243 | 98 | 228 | 453 | 282 | 28
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3'-primer(s)3 559 | 299 | 517 | 292 | 560 | 299 | 524 | 517 | 527 | 299 | 341 | 299 | 299 | 559 | 341 | 282
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Well No. 1123 4|5|6|7|8]9 10|11 12|13 |14 15| 16
HLA-A allele
*26:01:01-26:01:13 1 2
*26:02 2 3
*26:03:01-26:03:02 1 4
*26:04 2 5
*26:05 1 6
*26:06 4 11
*26:07:01-26:07:02 1 10
*26:08 1 2 7
*26:09 2
*26:10 1 2 14
*26:11N 1 2 8
*26:12 1 2 9
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PCR product(s)
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Well No.
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*26:21
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*26:24, 26:41°
*26:25N, 26:38°
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*26:28
*26:29
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*26:30
*26:31
*26:32
*26:33
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*26:35
*26:36
*26:37, 26:44"
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*26:39
*26:40
*26:42
*26:43
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*01:01:13, 02:146
*01:02, 24:04

*01:03, 36:03, 74:10

*01:13, 01:17, 03:63,
11:01:01-11:05,
11:07-11:11, 11:13-
11:16, 11:20-11:25,
11:27, 11:29-11:39,
11:41-11:59
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Well No.

11|12

1314 |15 16

Length of spec.

180 | 80 | 140|255

180| 80 | 150|135

145| 85 | 140|135

110|145 100 | 430

PCR product(s)

160

190 | 260 240

255

Well No.

1112

1311415 16

*01:20

*01:51

*02:34, 02:56:01-
02:56:02, 02:62,
02:103

*02:35:01-02:35:03,
02:78, 24:19,
68:01:01-68:02:04,
68:06-68:14, 68:16-
68:19, 68:21-68:30,
68:32-68:35, 68:37-
68:49N, 69:01

12

16

*02:38, 02:101
*02:135, 25:13
*02:154, 23:10,
24:10, 24:46

*03:09, 11:18, 29:19,
30:13, 30:16, 33:24,
68:05, 68:15, 68:20,
74.06

14

14

*11:06

*11:26
*25:01:01-25:01:02,
25:03, 25:05, 25:07-
25:08, 25:10,
25:12N, 31:24,
43:01, 66:05

*25:02

15
15

15

*25:04
*25:06
*25:09
*25:11

12

*31:03

*31:04

*33:13
*34:01:01-34:01:02,
34:05
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Well No.
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Length of spec. 180| 80 | 140|255|1180| 80 |150|135(145| 85 | 140|135|110|145|100| 430
PCR product(s) 160 190 | 260 240| 255

Well No. 1/ 2| 3|4|5]6 7|8 9|10/11 12|13 |14 | 15| 16
*34:02, 34:04, 34:08 15 16
*34:03 8 12 15 16
*34:06 8| 9 12 15 16
*34:07 16
*66:01, 66:04, 66:07-

66:08, 66:11, 66:13 1 £ |18
*66:02 16
*66:03

*66:06 1 9 15 16
*66:09 1 15 16
*66:10 w 9 15 16
*66:12 1 16
*80:01

HLA-A allele

Well No. 1, 2|3|4|5]6 7|8 9|10/11 12|13 |14 15| 16




INTERPRETATION TABLE

HLA-A*26 SSP subtyping

Amplification patterns of the A*26:01 to 26:45 alleles

well®
17 118 119 1 20|21 | 22|23 |24 |125|126 |27 28|29 |30|31]| 32
175|125|190|210|115/100|165|305|360|150|275| 90 [155| 125|210\ 155 Length of Spec.
205 245 205 220 175 330|235 PCR product(s)
1070|1070] 800 |1070/1070/1070/1070/1070/1070/1070|1070|1070{1070|1070] 800 |1070 Length of int.
pos. control®
423|257 | 355|392 | 395|160 | 652 | 341|341 98 | 106 | 292 | 28 | 98 | 391 | 423 5'-primer(s)2
423 | 410 652 | 280 423 423
559 | 341 | 559 | 559 | 559 | 341 | 776 | 362 | 418 | 208 | 341 | 341 | 186 | 180 | 559 | 538 3'-primer(s)3
Eﬂl— ET— hc: E')c» Eﬂcn ET— Ev’<( h< Eﬂ(_) Ev><( Eﬂl— ;7_ EWL) EV)(.) Eﬁcsu EV’<(
5088 818 838 8|5 8§ 888§ 3
589 728 559 538 | 290
17 118 119 | 20| 21| 22|23 | 24|25 26|27 28|29 |,30|31| 32 Well No.
HLA-A allele
*26:01:01-26:01:13
*26:02
28 *26:03:01-26:03:02
*26:04
*26:05
28 *26:06
*26:07:01-26:07:02
*26:08
17 *26:09
*26:10
*26:11N
*26:12




17118 19 | 20

21 1 22 |23 | 24

25|26 |27 | 28

2913031 32

Well No.

175125190 210

115100 165 | 305

360|150 | 275| 90

155|125|210| 155

Length of spec.

205|245

205|220

175

330/ 235

PCR product(s)

17118119 20

21 1 2212324

25 26|27 28

29 30|31 32

Well No.

30

*26:13
*26:14
*26:15
*26:16

26:45%
*26:18
*26:19
*26:20

*26:17,
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20
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22

28

*26:21
*26:22
*26:23
26:41°
26:38°

*26:24,
*26:25N,

23

30

*26:26
*26:27
*26:28
*26:29
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24

25

26
27
28

30
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*26:30
*26:31
*26:32
*26:33
*26:34
*26:35
*26:36

*26:37, 26:44"

19

26

31

32

*26:39
*26:40
*26:42
*26:43

24

*01:01:13, 02:146
*01:02, 24:04

*01:03, 36:03, 74:10

*01:13, 01:17, 03:63,
11:01:01-11:05,
11:07-11:11, 11:13-
11:16, 11:20-11:25,
11:27, 11:29-11:39,
11:41-11:59




17
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19
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21 1 22 |23 | 24

25|26 |27 | 28

2913031 32

Well No.

175

125

190

210

115100 165 | 305

360|150 | 275| 90

155|125|210| 155

Length of spec.

205

245

205|220

175

330/ 235

PCR product(s)
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20

21 1 22 12324

25 26|27 28

29 30|31 32

Well No.

*01:20

*01:51

*02:34, 02:56:01-
02:56:02, 02:62,
02:103

*02:35:01-02:35:03,

02:78, 24:19,
68:01:01-68:02:04,
68:06-68:14, 68:16-
68:19, 68:21-68:30,
68:32-68:35, 68:37-

68:49N, 69:01

19

25

*02:38, 02:101
*02:135, 25:13
*02:154, 23:10,

24:10, 24:46

*03:09, 11:18, 29:19,
30:13, 30:16, 33:24,
68:05, 68:15, 68:20,

74.06

24

28

*11:06

*11:26
*25:01:01-25:01:02,
25:03, 25:05, 25:07-
25:08, 25:10,
25:12N, 31:24,
43:01, 66:05

*25:02

17

28

*25:04
*25:06
*25:09
*25:11

17
17

17

24

25

32
32

*31:03

*31:04

*33:13
*34:01:01-34:01:02,
34:05

17 118 1 19 | 20

21122123 |24

25|26 |27 28

291303132

Well No.




175

125

190

210

115

100

165

305

360

150

275

90

155

125
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Length of spec.

205

245

205

220

175

330

235

PCR product(s)
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32

Well No.

17

17
17
17

32

32
32
32

*34:02, 34:04, 34:08

*34:03
*34:06
*34:07

25
25

32

*66:01, 66:04, 66:07-
66:08, 66:11, 66:13

*66:02
*66:03
*66:06

19

25

28

*66:09
*66:10
*66:12
*80:01

HLA-A allele
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